
Cholesterol Theory: Elemental Constituents 

The following is provided for discussion and use as a working document that can be 

refined or enhanced to address designations that have evolved in cellular physiology 

over the past several decades due to the lack of an explicit model from which 

epigenetics and be explained, verufied and applied. 

HDL (“Good”) Cholesterol is TNFα/TGFα; aka calnexin 

LDL (“Bad”) Cholesterol is TNFβ/TGFβ; aka calmodulin 

HDL and LDL are antagonistic and a ratio range is TBD 

LPA is bioidentical to oxLDL. It is the enzyme calcineurin.  

HDL uses the glutamic acid based trefoil for binding; i.e. DNAJB1 

LDL used the leucine amino acid based trefoil for binding; i.e. DNAJB2 

Statins reduce the levels of TNFβ/TGFβ ---the “bad” cholesterol.  

Triglyceride is another designation for calcineurin. 

The following is provided for discussion purposes.   

 

 

 



 

 

 

 

  

 

   


